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Mutationsite: description

Mutation Characteristic

Oligopeptide permease

oppB: membrane com ponent 1301348 IS186 inser tion
Putati ti ipti | lat

e Datsbvevmmeeptenarenie/ pisosaseo et

IVR : Intervening region locating between A2463104-2463113 -

ervening reg
vacJand yfdC

rpoN:  RNA polymerase 0°* factor A3342845-3342856 Deletion 36-ELQQ-39

rpoB : RNA polymerase B subunit G4179770A G168D

rpoC RNA polymerase B’ subunit G4185383A G671S

soxR:  Redox-sensing activator of soxS T insertion at 4275912 Frameshift at E140
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